FIGURE 1 



Rattus norvegicus laminin-5 alpha 3 chain 
Contains Gl thru G5 subdomains 
Cloned as SacI blunt/Xbal fragment 

GAGCTCATTCGCAGGCCAGAGATGCTGCGAACAAGGTTGCAATTCCCATGAGGrrCAATGGT 
AAATCTGGTGTTGAAGTCCGTCTGCCAAATGACCTAGAAGACTTGAAGGGATACACGTCTCT 
GTCTTTGTTCCTCCAAAGACCAGACTTAAGAGAGAATGGAGGCACTGAGGACATGTTTGTAA 
TGTACCTTGGAAACAAGGATGCCTCCAAGGACTACATCGGCATGGCGGTTGTAGATGGCCAG 
CTGACGTGTGTCTACAACCTGGGGGACCGAGAAGCTGAAGTTCAGATCGATCAGGTCCTGAC 
GGAGAGTGAGTCTCAGGAGGCAGTTATGGACCGGGTGAAGTTCCAGAGAATATATCAATTTG 
CCAAGCTTAATTACACCAAAGAAGCCACGTCCAATAAACCCAAAGCTCCCGCGGTCTACGAC 
CTGGAGGGTGGCAGTAGCAACACGCTCCTTAATTTGGATCCCGAGGACGCTGTGTTTTATGT 
CGGAGGTTACCCACCGGATTTTGAACTTCCTAGCAGACTGCGGTTCCCTCCATACAAAGGCT 
GTATCGAACTAGATGACCTCAATGAAAACGTTCTAAGCTTGTACAATTTCAAGACAACTTTC 
AATCTCAACACCACGGAGGTGGAGCCTTGTAGGAGGAGAAAGGAAGAGTCAGACAAAAATTA 
CTTTGAAGGTACAGGCTATGCTCGCATCCCTACTCAACCAAATGCTCCCTTCCCAAACTTCA 
TACAGACCATCCAGACTACTGTGGACAGAGGTTTACTGTTCTTCGCAGAAAACCAGGATAAC 
TTCATATCTCTGAACATAGAAGATGGCAATCTCATGGTGAGATACAAACTAAATTCAGAGCC 
ACCCAAAGAGAAGGGAATTCGAGACACCATCAACGATGGGAAAGATCATTCGATCTTAATCA 
CAATTGGAAAACTACAAAAACGCATGTGGATAAATGTGAACGAACGCAGTGTACGAATCGAA 
GGGGAAATATTTGATTTCAGCACATATTATTTGGGCGGAATTCCAATTGCAATCAGAGAAAG 
GTTTAACATCTCAACGCCTGCTTTCCAAGGCTGCATGAAGAATCTGAAGAAAACCAGTGGGG 
TTGTCAGGTTGAATGATACTGTGGGTGTAACCAAGAAGTGCTCAGAAGACTGGAAGCTTGTG 
CGAACCGCCTCGTTCTCCAGAGGAGGGCAGATGAGCTTTACAAACTTGGACGTGCCCTCGAC 
TGACCGCTTCCAGCTCTCCTTTGGGTTTCAGACCTTTCAACCCAGTGGCACACTGCTCAATC 
ATCAGACGCGGACAAGCAGCCTGCTGGTCACCCTGGAAGATGGGCACATTGAGTTGAGCACT 
AGGGACAGCAACATCCCAATTTTCAAGTCTCCAGGGACCTACATGGACGGTTTACTGCATCA 
TGTATCTGTAATAAGTGACACCTCAGGTCTCCGCCTTCTCATCGATGACCAGGTCCTGAGAA 
GGAACCAGAGGCTTCCTAGCTTCTCTAACGCCCAGCAGTCGCTCCGCCTTGGAGGAGGTCAT 
TTCGAGGGTTGTATCAGCAATGTTTTAGTCCAAAGGTTTTCACAGAGTCCAGAAGTCCTGGA 
TCTGGCCAGTAAATCTACCAAGAAGGATGCATCCCTAGGAGGCTGCAGTTTAAACAAGCCAC 
CTTTTCTTATGTTGTTTAAAAGTCCCAAGAGATTTAACAAGGGCCGGATTTTCAATGTTAAT 
CAGCTGATGCAAGATGCACCTCAGGCCACAAGGAGCACAGAGGCTTGGCAAGATGGGAGGTC 
CTGCCTACCACCTCTGAACACCAAGGCCTCTCACAGAGCCCTGCAGTTTGGAGACAGCCCCA 
CCAGCCACTTGCTACTCAAGCTTCCCCAGGAACTGCTGAAACCTAGGTCACAGTTTTCTTTA 
GACATACAGACAACTTCCCCCAAAGGACTGGTGTTTTACGCAGGCACCAAGGACTCCTTCCT 
GGCTCTTTATGTCGCAGATGGCCGTGTTGTCTTTGCTTTGGGGGCAGGAGGGAAGAAACTGA 
GACTCAGGAGCAAGGAGAGATACCATGACGGGAAGTGGCACACGGTGGTGTTCGGACTAAAT 
GGAGGAAAGGCACGCCTGGTTGTGGATGGGCTAAGGGCCCAGGAAGGCAGTTTGCCTGGAAA 
TTCTACCATCAGCCCCAGAGAACAGGTTTACCTAGGGTTGCCGCTATCAAGAAAGCCAAAGA 
GCCTACCCCAGCACAGTTTTGTGGGGTGCCTGAGAGATTTCCAGTTGAACTCGAAACCCCTG 
GATTCTCCTTCTGCGAGGTTTGGGGTATCTCCCTGCTTGGGTGGCTCTTTAGAGAAAGGCAT 
TTATTTCTCCCAAGGAGGAGGCCATGTGATCCTAGCCAATTCTGTGTCCTTGGGGCCAGAGC 
TTAAGCTCACTTTCAGCATTCGCCCACGGAGTCTCACTGGGGTCTTAATACACGTCGGAAGT 



CAATCTGGACAGCGCTTAAGTGTGTACATGGAGGCAGGAAAGGTCACAACCTCTGTGAGCAG 
TGATGCAGGAGGAAGTGTGACATCAATTACACCGAAGCAGTCTCTGTGTGATGGACAGTGGC 
ACTCGGTGGCAGTCTCCATTAAACAGCGCATCCTGCATCTAGA 

48 atgaggttcaatggtaaatctggtgttgaagtccgtctgccaaat 

MRFNGKSGVEVRLPN 
93 gacctagaagacttgaagggatacacgtctctgtctttgttcctc 

DLEDLKGYTSLSLFL 
138 caaagaccagacttaagagagaatggaggcactgaggacatgttt 

QRPDLRENGGTEDMF 
183 gtaatgtaccttggaaacaaggatgcctccaaggactacatcggc 

VMYLGNKDASKDYIG 
22 8 atggcggt tgt agatggccagctgacgtgtgtctacaacctgggg 

MAVVDGQLTCVYNLG 
273 gaccgagaagctgaagttcagatcgatcaggtcctgacggagagt 

DREAEVQIDQVLTES 
3 18 gagtctcaggaggcagttatggaccgggtgaagttccagagaata 

ESQEAVMDRVKFQRI 

3 63 tatcaatttgccaagcttaattacaccaaagaagccacgtccaat 

YQFAKLNYTKEATSN 

4 08 aaacccaaagctcccgcggtctacgacctggagggtggcagtagc 

KPKAPAVYDLE G G S S 
453 aacacgctccttaatttggatcccgaggacgctgtgttttatgtc 
NTLLNLDPEDAV-FYV 

4 98 ggaggttacccaccggattttgaacttcctagcagactgcggttc 

GGYPPDFE LPSRLRF 
543 cctccatacaaaggctgtatcgaactagatgacctcaatgaaaac 
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5 88 gttctaagcttgtacaatttcaagacaactttcaatctcaacacc 

VLSLYNFKTTFNLNT 
63 3 acggaggtggagccttgtaggaggagaaaggaagagtcagacaaa 

TEVEPCRRRKEESDK 
678 aattactttgaaggtacaggctatgctcgcatccctactcaacca 

NYFEGTGYARI PTQP 
723 aatgctcccttcccaaacttcatacagaccatccagactactgtg 

NAPFPNFIQTIQTTV 
768 gacagaggtttactgttcttcgcagaaaaccaggataacttcata 

DRGLLFFAENQDNF I 
813 tctctgaacatagaagatggcaatctcatggtgagatacaaacta 

SLNIEDGNLMVRYKL 
858 aattcagagccacccaaagagaagggaattcgagacaccatcaac 

NSEPPKEKGIRDTIN 
903 gatgggaaagatcattcgatcttaatcacaattggaaaactacaa 

DGKDHS ILITIGKLQ 
94 8 aaacgcatgtggataaatgtgaacgaacgcagtgtacgaatcgaa 

KRMWINVNERSVRIE 
993 ggggaaatatttgatttcagcacatattatttgggcggaattcca 

GEIFDFSTYYLGGIP 
103 8 attgcaatcagagaaaggtttaacatctcaacgcctgctttccaa 

IAIRERFNISTPAFQ 
1083 ggctgcatgaagaatctgaagaaaaccagtggggttgtcaggttg 

GCMKNLKKTSGVVRL 
112 8 aatgatactgtgggtgtaaccaagaagtgctcagaagactggaag 

NDTVGVTKKCSEDWK 
1173 cttgtgcgaaccgcctcgttctccagaggagggcagatgagcttt 



LVRTAS FSRGGQMS F 
1218 acaaacttggacgtgccctcgactgaccgcttccagctctccttt 

TNLDVPSTDRFQLSF 
1263 gggtttcagacctttcaacccagtggcacactgctcaatcatcag 

GFQTFQPSGTLLNHQ~ 
13 08 acgcggacaagcagcctgctggtcaccctggaagatgggcacatt 

TRTSSLLVTLEDGHI 
1353 gagttgagcactagggacagcaacatcccaattttcaagtctcca 

ELSTRDSNIPIFKSP 

13 98 gggacctacatggacggtttactgcatcatgtatctgtaataagt 

GTYMDGLLHHVSVIS 
1443 gacacctcaggtctccgccttctcatcgatgaccaggtcctgaga 
DTSGLRLLIDDQVLR 

14 88 aggaaccagaggcttcctagcttctctaacgcccagcagtcgctc 

RNQRLPSFSNAQQSL 
1533 cgccttggaggaggtcatttcgagggttgtatcagcaatgtttta 

RLGGGHFEGCISNVL 
1578 gtccaaaggttttcacagagtccagaagtcctggatctggccagt 

VQRFSQSPEVLDLAS 
1623 aaatctaccaagaaggatgcatccctaggaggctgcagtttaaac 

KSTKKDASLGGCSLN 
1668 aagccaccttttcttatgttgtttaaaagtcccaagagatttaac 

KPPFLMLFKSPKR F N 
1713 aagggccggattttcaatgttaatcagctgatgcaagatgcacct 

KGRI FNVNQLMQDA.P 
1758 caggccacaaggagcacagaggcttggcaagatgggaggtcctgc 

QATRSTEAWQDGRS.. C 
18 03 ctaccacctctgaacaccaaggcctctcacagagccctgcagttt 

LPPLNTKASH RALQF 
184 8 ggagacagccccaccagccacttgctactcaagcttccccaggaa 

GDSPTSHLLLKLPQE 
1893 ctgctgaaacctaggtcacagttttctttagacatacagacaact 

LLKPRSQFSLDIQTT 
1938 tcccccaaaggactggtgttttacgcaggcaccaaggactccttc 

SPKGLVFYAGTKDSF 
1983 ctggctctttatgtcgcagatggccgtgttgtctttgctttgggg 

LALYVADGRVVFALG~ 
2028 gcaggagggaagaaactgagactcaggagcaaggagagataccat 

AGGKKLRLRSKERYH 
2 073 gacgggaagtggcacacggtggtgttcggactaaatggaggaaag 

DGKWHTVVFGLNGGK 
2118 gcacgcctggttgtggatgggctaagggcccaggaaggcagtttg 

ARLVVDGLRAQEGSL 
2163 cctggaaattctaccatcagccccagagaacaggtttacctaggg 

PGNSTI SPREQVYLG 

22 08 ttgccgctatcaagaaagccaaagagcctaccccagcacagtttt 

LPLSRKPKSLPQHSF 
2253 gtggggtgcctgagagatttccagttgaactcgaaacccctggat 

VGCLRD FQLNSKPLD 
2298 tctccttctgcgaggtttggggtatctccctgcttgggtggctct 

SPSARFGVSPCLGGS 
2343 ttagagaaaggcatttatttctcccaaggaggaggccatgtgatc 

LEKGIYFSQGGGHVI 

23 88 ctagccaattctgtgtccttggggccagagcttaagctcactttc 

LANSVS LGPELKLTF 



24 3 3 agcattcgcccacggagtctcactggggtcttaatacacgtcgga 

SIRPRSLTGVLIHVG 
24 78 agtcaatctggacagcgcttaagtgtgtacatggaggcaggaaag 

sqsgqrlsvymeagk" 

252 3 gtcacaacctctgtgagcagtgatgcaggaggaagtgtgacatca 
VTTSVSSDAGGSVTS 

2568 attacaccgaagcagtctctgtgtgatggacagtggcactcggtg 
ITPKQSLCDGQWHSV~ 

2613 gcagtctccattaaacagcgcatcctgcatctaga 2647 
AVSIKQRILHL 



FIGURE 2 



Rattus norvegicus laminin-5 alpha 3 chain 
Contains Gl thru G3 subdomains 
Cloned as PvuII/Xbal blunt fragment 

GAGCTCATTCAGCAGGCCAGAGATGCTGCGAACAAGGTTGCAATTCCCATGAGGrrCAATGG 
TAAATCTGGTGTTGAAGTCCGTCTGCCAAATGACCTAGAAGACTTGAAGGGATACACGTCTC 
TGTCTTTGTTCCTCCAAAGACCAGACTTAAGAGAGAATGGAGGCACTGAGGACATGTTTGTA 
ATGTACCTTGGAAACAAGGATGCCTCCAAGGACTACATCGGCATGGCGGTTGTAGATGGCCA 
GCTGACGTGTGTCTACAACCTGGGGGACCGAGAAGCTGAAGTTCAGATCGATCAGGTCCTGA 
CGGAGAGTGAGTCTCAGGAGGCAGTTATGGACCGGGTGAAGTTCCAGAGAATATATCAATTT 
GCCAAGCTTAATTACACCAAAGAAGCCACGTCCAATAAACCCAAAGCTCCCGCGGTCTACGA 
CCTGGAGGGTGGCAGTAGCAACACGCTCCTTAATTTGGATCCCGAGGACGCTGTGTTTTATG 
TCGGAGGTTACCCACCGGATTTTGAACTTCCTAGCAGACTGCGGTTCCCTCCATACAAAGGC 
TGTATCGAACTAGATGACCTCAATGAAAACGTTCTAAGCTTGTACAATTTCAAGACAACTTT 
CAATCTCAACACCACGGAGGTGGAGCCTTGTAGGAGGAGAAAGGAAGAGTCAGACAAAAATT 
ACTTTGAAGGTACAGGCTATGCTCGCATCCCTACTCAACCAAATGCTCCCTTCCCAAACTTC 
ATACAGACCATCCAGACTACTGTGGACAGAGGTTTACTGTTCTTCGCAGAAAACCAGGATAA 
CTTCATATCTCTGAACATAGAAGATGGCAATCTCATGGTGAGATACAAACTAAATTCAGAGC 
CACCCAAAGAGAAGGGAATTCGAGACACCATCAACGATGGGAAAGATCATTCGATCTTAATC 
ACAATTGGAAAACTACAAAAACGCATGTGGATAAATGTGAACGAACGCAGTGTACGAATCGA 
AGGGGAAATATTTGATTTCAGCACATATTATTTGGGCGGAATTCCAATTGCAATCAGAGAAA 
GGTTTAACATCTCAACGCCTGCTTTCCAAGGCTGCATGAAGAATCTGAAGAAAACCAGTGGG 
GTTGTCAGGTTGAATGATACTGTGGGTGTAACCAAGAAGTGCTCAGAAGACTGGAAGCTTGT 
GCGAACCGCCTCGTTCTCCAGAGGAGGGCAGATGAGCTTTACAAACTTGGACGTGCCCTCGA 
CTGACCGCTTCCAGCTCTCCTTTGGGTTTCAGACCTTTCAACCCAGTGGCACACTGCTCAAT 
CATCAGACGCGGACAAGCAGCCTGCTGGTCACCCTGGAAGATGGGCACATTGAGTTGAGCAC 
TAGGGACAGCAACATCCCAATTTTCAAGTCTCCAGGGACCTACATGGACGGTTTACTGCATC 
ATGTATCTGTAATAAGTGACACCTCAGGTCTCCGCCTTCTCATCGATGACCAGGTCCTGAGA 
AGGAACCAGAGGCTTCCTAGCTTCTCTAACGCCCAGCAGTCGCTCCGCCTTGGAGGAGGTCA 
TTTCGAGGGTTGTATCAGCAATGTTTTAGTCCAAAGGTTTTCACAGAGTCCAGAAGTCCTGG 
ATCTGGCCAGTAAATCTACCAAGAAGGATGCATCCCTAGGAGGCTGCAGTTTAAACAAGCCA 
CCTTTTCTTATGTTGTTTAAAAGTCCCAAGAGATTTAACAAGGGCCGGATTTTCAATGTTAA 
TCAGCTG 



4 9 atgaggtt caatggtaaat c tggtgt tgaagt ccgt ctgccaaat 

MRFNGKSGVEVRLPN 
94 gacctagaagacttgaagggatacacgtctctgtctttgttcctc 

DLEDLKGYTSLSLFL 
13 9 caaagaccagacttaagagagaatggaggcactgaggacatgttt 

QRPDLRENGGTEDMF 
184 gtaatgtaccttggaaacaaggatgcctccaaggactacatcggc 

VMYLGNKDASKDYIG 
22 9 atggcggttgtagatggccagctgacgtgtgtctacaacctgggg 

MAVVDGQLTCVYNLG 
274 gaccgagaagc tgaagt tcagatcgatcaggtcctgacggagagt 



DREAEVQIDQVLTES 
319 gagtctcaggaggcagttatggaccgggtgaagttccagagaata 
ESQEAVMDRVKFQR I 

3 64 tatcaatttgccaagcttaattacaccaaagaagccacgtccaat 

YQFAKLNYTKEATSN 
409 aaacccaaagctcccgcggtctacgacctggagggtggcagtagc 
KPKAPAVYDLEGGSS 

4 54 aacacgctccttaatttggatcccgaggacgctgtgttttatgtc 

NTLLNLD PEDAVFYV 
4 99 ggaggttacccaccggattttgaacttcctagcagactgcggttc 

GGYPPDFELPSRLRF 
544 cctccatacaaaggctgtatcgaactagatgacctcaatgaaaac 

PPYKGCIELDDLNEN 
589 gttctaagcttgtacaatttcaagacaactttcaatctcaacacc 

VLSLYNFKTTFNLNT 
634 acggaggtggagccttgtaggaggagaaaggaagagtcagacaaa 

TEVEPCRRRKEESDK 
679 aattactttgaaggtacaggctatgctcgcatccctactcaacca 

NYFEGTGYARI PTQP 
724 aatgctcccttcccaaacttcatacagaccatccagactactgtg 

NAP FPNF I QT IQTTV~ 
769 gacagaggtttactgttcttcgcagaaaaccaggataacttcata 

DRGLLFFAENQDNF I 
814 tctctgaacatagaagatggcaatctcatggtgagatacaaacta 

SLNIEDGNLMVRYKL 
859 aattcagagccacccaaagagaagggaattcgagacaccatcaac 

NSEPPKEKGIRDTIN 
904 gatgggaaagatcattcgatcttaatcacaattggaaaactacaa 1 ' 

DGKDHSILITIGKLQ 
94 9 aaacgcatgtggataaatgtgaacgaacgcagtgtacgaatcgaa 

KRMWINVNERSVRIE 
994 ggggaaatatttgatttcagcacatattatttgggcggaattcca 

GEI FDFSTYYLGGI P 
103 9 attgcaatcagagaaaggtttaacatctcaacgcctgctttccaa 

IAIRERFNISTPAFQ 
1084 ggctgcatgaagaatctgaagaaaaccagtggggttgtcaggttg 

gcmknlkktsgvvrl" 

112 9 aatgatactgtgggtgtaaccaagaagtgctcagaagactggaag 
NDTVGVTKKCSEDWK 

1174 cttgtgcgaaccgcctcgttctccagaggagggcagatgagcttt 
LVRTASFSRGGQMSF 

1219 acaaacttggacgtgccctcgactgaccgcttccagctctccttt 
TNLDVPSTDRFQLSF 

12 64 gggt t tcagacc 1 1 tcaacccagtggcacactgctcaatcat cag 

GFQTFQPSGTLLNHQ 

13 09 acgcggacaagcagcc tgc tggtcaccctggaagatgggcacatt 

TRTSSLLVTLEDGHI 
1354 gagttgagcactagggacagcaacatcccaattttcaagtctcca 
ELSTRDSNIPIFKSP 

13 99 gggacctacatggacggtttactgcatcatgtatctgtaataagt 

GTYMDGLLHHVSVIS 
1444 gacacctcaggtctccgccttctcatcgatgaccaggtcctgaga 
DTSGLRLLIDDQVLR 

14 89 aggaaccagaggcttcctagcttctctaacgcccagcagtcgctc 

RNQRLPS FSNAQQSL 



1534 cgccttggaggaggtcatttcgagggttgtatcagcaatgtttta 

RLGGGHFEGCISNVL 
1579 gtccaaaggttttcacagagtccagaagtcctggatctggccagt 

VQRFSQSPEVLDLAS 
1624 aaatctaccaagaaggatgcatccctaggaggctgcagtttaaac 

KSTKKDASLGGCSLN 
1669 aagccaccttttcttatgttgtttaaaagtcccaagagatttaac 

KPPFLMLFKSPKRFN 
1714 aagggccggattttcaatgttaatcagctg 1743 

KGRIFNVNQL 



FIGURE 3 



Rattus norvegicus laminin-5 alpha 3 chain 

Contains G3 subdomain 

Cloned as EcoRI/PvuII blunt fragment 

GAATTCCAATTGCAATCAGAGAAAGGTTTAACATCTCAACGCCTGCTTTCCAAGGCTGCATG 
AAGAATCTGAAGAAAACCAGTGGGGTTGTCAGGTTGAATGATACTGTGGGTGTAACCAAGAA 
GTGCTCAGAAGACTGGAAGCTTGTGCGAACCGCCTCGTTCTCCAGAGGAGGGCAGATGAGCT 
TTACAAACTTGGACGTGCCCTCGACTGACCGCTTCCAGCTCTCCTTTGGGTTTCAGACCTTT 
CAACCCAGTGGCACACTGCTCAATCATCAGACGCGGACAAGCAGCCTGCTGGTCACCCTGGA 
AGATGGGCACATTGAGTTGAGCACTAGGGACAGCAACATCCCAATTTTCAAGTCTCCAGGGA 
CCTACATGGACGGTTTACTGCATCATGTATCTGTAATAAGTGACACCTCAGGTCTCCGCCTT 
CTCATCGATGACCAGGTCCTGAGAAGGAACCAGAGGCTTCCTAGCTTCTCTAACGCCCAGCA 
GTCGCTCCGCCTTGGAGGAGGTCATTTCGAGGGTTGTATCAGCAATGTTTTAGTCCAAAGGT 
TTTCACAGAGTCCAGAAGTCCTGGATCTGGCCAGTAAATCTACCAAGAAGGATGCATCCCTA 
GGAGGCTGCAGTTTAAACAAGCCACCTTTTCTTATGTTGTTTAAAAGTCCCAAGAGATTTAA 
CAAGGGCCGGATTTTCAATGTTAATCAGCTG 

60 atgaagaatctgaagaaaaccagtggggttgtcaggttgaatgat 

MKNLKKTSGVVRLND 
105 actgtgggtgtaaccaagaagtgctcagaagactggaagcttgtg 

TVGVTKKCSEDWKLV 
150 cgaaccgcctcgttctccagaggagggcagatgagctttacaaac 

RTASFSRGGQMSFTN 
195 ttggacgtgccctcgactgaccgcttccagctctcctttgggttt 

LDVPSTDRFQLSFGF 
24 0 cagacctttcaacccagtggcacactgctcaatcatcagacgcgg 

QTFQPSGTLLNHQTR 

2 85 acaagcagcctgctggtcaccctggaagatgggcacattgagttg 

TSSLLVTLEDGHIEL 

3 3 0 agcact agggacagcaacatcccaat tt tcaagtc tccagggacc 

STRDSNIPIFKSPGT 

3 75 tacatggacggtttactgcatcatgtatctgtaataagtgacacc 

YMDGLLHHVSVISDT 
420 tcaggtctccgccttctcatcgatgaccaggtcctgagaaggaac 
SGLRLLIDDQVLRRN 

4 65 cagaggcttcctagcttctctaacgcccagcagtcgctccgcctt 

QRLPSFSNAQQSLRL 
510 ggaggaggtcatttcgagggttgtatcagcaatgttttagtccaa 

GGGHFEGCI SNVLVQ 
555 aggttttcacagagtccagaagtcctggatctggccagtaaatct 

RFSQSPEVLDLASKS 
600 accaagaaggatgcatccctaggaggctgcagtttaaacaagcca 

TKKDASLGGCSLNKP 
645 ccttttcttatgttgtttaaaagtcccaagagatttaacaagggc 

PFLMLFKS PKRFNKG 
690 cggattttcaatgttaatcagctg 713 

RIFNVNQL 
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Figure 6 
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Figure 7 
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Figure 8 
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Figure 9 



